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Colletotrichum sp. isolate HCS3 internal transcribed spacer 1, partial
sequence; 5.8S ribosomal RNA gene and internal transcribed spacer 2,

complete sequence; and large subunit ribosomal RNA gene, partial sequence

GenBank: MN128230.1
FASTA Graphics
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MN128230 559 bp DNA linear  PLN 09-JUL-2019

Colletotrichum sp. isolate HCS3 internal transcribed spacer 1,
partial sequence; 5.8S ribosomal RNA gene and internal transcribed
spacer 2, complete sequence; and large subunit ribosomal RNA gene,
partial sequence.

MN128230

MN128230.1

Colletotrichum sp.

Colletotrichum sp.

Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina;
Sordariomycetes; Hypocreomycetidae; Glomerellales; Glomerellaceae;
Colletotrichum.

1 (bases 1 to 559)

Talukdar,R., Padhi,S. and Tayung,K.

Antimicrobial secondary metabolites isolated from endophytic fungi
inhabiting healthy tissues of Houttuynia cordata Thunb., an
ethnomedicinal plant of North East India

Unpublished

2 (bases 1 to 559)

Talukdar,R., Padhi,S. and Tayung,K.

Direct Submission

Submitted (0©3-JUL-2019) DEPARTMENT OF BOTANY, GAUHATI UNIVERSITY,
GOPINATH BORDOLOI NAGAR, GAUHATI, ASSAM 781014, India
##Assembly-Data-START#H#

Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
Location/Qualifiers
e 1..559

/organism="Colletotrichum sp."

/mol_type="genomic DNA"

/isolate="HCS3"

/host="Houttuynia cordata"

/db_xref="taxon:34409"

/country="India"

/collection_date="20-Nov-2018"
/collected_by="Rajreepa Talukdar and Kumanand Tayung"
<1..>559

/note="contains internal transcribed spacer 1, 5.8S
ribosomal RNA, internal transcribed spacer 2, and large
subunit ribosomal RNA"

taccttttaa ctggttgget tcgggcgggg tgggeggect cgeggecgec cccggeccecg
ctcacgecggg gecgeeccgecg gaggtccacc aaactctgat ttaacgacgt ttcttctgag
tggcacaagc aaataatcaa aacttttaac aacggatctc ttggttctgg catcgatgaa
gaacgcagcg aaatgcgata agtaatgtga attgcagaat tcagtgaatc atcgaatctt
tgaacgcaca ttgcgecccge cagcattctg gegggeatge ctgttcgage gtcatttcaa
ccctcaageca ccgettggtt ttggggecct acggetgacg taggccctta aaggtagtgg
cggaccctcc cggagcctcc tttgecgtagt aacttaacgt ctcgcactgg gatccggagg
gactcttgcc gtaaaacccc ccaattttta caaggttgac ctcggatcag gtaggaatac
ccgctgaact taagcatatc aataagcgga ggaatcgctc tagaccttgt gaacaacttt
actgttgectt ctctagtga

https://www.ncbi.nlm.nih.gov/nuccore/MN128230.1/
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https://www.ncbi.nlm.nih.gov/nuccore/MN128230.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MN128230.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=34409
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=34409
https://www.ncbi.nlm.nih.gov/nuccore/MN128230.1?from=1&to=559
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Nucleotide v

GenBank -

Phyllosticta sp. isolate HCS6 internal transcribed spacer 1, partial sequence;
5.8S ribosomal RNA gene and internal transcribed spacer 2, complete
sequence; and large subunit ribosomal RNA gene, partial sequence

GenBank: MN170572.1
FASTA Graphics

Go to:

LOCUS MN170572 607 bp DNA linear  PLN 17-JUL-2019

DEFINITION Phyllosticta sp. isolate HCS6 internal transcribed spacer 1,
partial sequence; 5.8S ribosomal RNA gene and internal transcribed
spacer 2, complete sequence; and large subunit ribosomal RNA gene,
partial sequence.

ACCESSION MN170572

VERSION MN170572.1
KEYWORDS
SOURCE Phyllosticta sp.

ORGANISM Phyllosticta sp.

Eukaryota; Fungi; Dikarya; Ascomycota; Pezizomycotina;

Dothideomycetes; Dothideomycetes incertae sedis; Botryosphaeriales;

Phyllostictaceae; Phyllosticta; unclassified Phyllosticta.
REFERENCE 1 (bases 1 to 607)

AUTHORS  Talukdar,R., Padhi,S. and Tayung,K.

TITLE Antimicrobial secondary metabolites isolated from endophytic fungi
inhabiting healthy tissues of Houttuynia cordata Thunb., an
ethnomedicinal plant of North East India

JOURNAL  Unpublished

REFERENCE 2 (bases 1 to 607)

AUTHORS Talukdar,R., Padhi,S. and Tayung,K.

TITLE Direct Submission

JOURNAL  Submitted (12-JUL-2019) DEPARTMENT OF BOTANY, GAUHATI UNIVERSITY,
GOPINATH BORDOLOI NAGAR, GAUHATI, ASSAM 781014, India

COMMENT #i#tAssembly-Data-STARTH##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..607

/organism="Phyllosticta sp."

/mol_type="genomic DNA"

/isolate="HCS6"

/host="Houttuynia cordata"

/db_xref="taxon:1886407"

/country="India"

/collection_date="20-Nov-2018"
/collected_by="Rajreepa Talukdar and Kumanand Tayung"
<1..>607

/note="contains internal transcribed spacer 1, 5.8S

ribosomal RNA, internal transcribed spacer 2, and large
subunit ribosomal RNA"
ORIGIN

[y

ggctggcaag ggcccaaaga acctctctca cccttgtgta ccttaccatg ttgetttgge
61 gggccgaccc ggtttcgacc cgggeggecg gegeccccag ccctcacggg ccaggacget
121 tggctaagtg cccgccagta tacaaaactc aagcgattat tttgtgaagt cctgatatat
181 catttaattg attaaaactt tcaacaacgg atctcttggt tctggcatcg atgaagaacg
241 cagcgaaatg cgataagtaa tgtgaattgc agaattcagt gaatcatcga atctttgaac
301 gcacattgcg ccctctggta ttccggaggg catgecctgtt cgagcgtcat ttcaaccctce
361 aagctctgct tggtattggg cgacgtccgc tgccggacge gecctcgaaga cctecggegac
421 ggcgtcttag cctcgagegt agtagtaata tctcgectctg gagtgctgga cgacggecge
481 cggacaatcg accttcggtc taatttttcc aaggttgacc tcggatcagg tagggatacc
541 cgctgaactt aagcatatca ataagcggag gaggtcttcg agtaggctgc aggcccaaga
601 actctct
//

https://www.ncbi.nlm.nih.gov/nuccore/MN170572.1
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https://www.ncbi.nlm.nih.gov/nuccore/MN170572.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MN170572.1?report=graph
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1886407
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1886407
https://www.ncbi.nlm.nih.gov/nuccore/MN170572.1?from=1&to=607
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